CytoTRACE Analysis
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CytoTRACE (version 0.3.3)[1] was used to calculate CytoTRACE scores for malignant cells. CytoTRACE scores range from 0 to 1, with higher scores indicating greater stemness (less differentiation) and lower scores indicating higher differentiation (less stemness). Target cells 细胞类型 were selected for computational analysis. Upon completion of the CytoTRACE algorithm, each single cell is assigned a score representing its stemness level within the given dataset.

[1] Gunsagar S. Gulati et al. ,Single-cell transcriptional diversity is a hallmark of developmental potential.Science367,405-411(2020).DOI:10.1126/science.aax0249
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